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Analysis of Mezlocillin sodium on SRT®-C 100
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Protein Loading Capacity Study on SRT® -C 300

] B#:SRT® C-300 fI
0¥] #@4:. 150 mM sodium phosphate buffer, pH 7 n

BE: Ambient

o
1 ®E: 1.0 mL/min
] | S8 .

025 ERI2S: UV 214 nm

FETRERE: 3. 5. 10 plL

nz:n— ¥ &h: Protein mixture:

1) Thyroglobulin aggregate,

|1-=5_' 2) Thyroglobulin, 670kD;
] 3)Y-Globulin dimer;

1 4)y-Globulin, 158 kD:
o] [\

5) Ovalbumin, 44kD:

] 6) Myoglobin, 17.6 kD;
D'Bf"_ 7) Poly-DL-alanine (1-5 kD),
1 8) uracil, 120D
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H {thZA 5% 51-Bio-C18

Silica: Sperical, high purity (<10 ppm metals)
Pore size: 200 A
C H-{ Particle size: 3,5, and 10 pm
; Pore volume: 1.0 ml/g
o, Surface area: 200 m3/g
A 5 Phase structure: Monomeric and fully endcapped
(Sloz>*O—SI—(CHq)]7—CH1 o Carbon:
‘uf- Silica: Spherical, high purity (<10 ppm metals)
Pore size: 300 A
C H 3 Particle size: 3, 5, and 10 ym
- Pore volume: 0.95 mi/g
Surface area: 105 m?/g
Phase structure: Monomeric and fully endcapped
% Carbon: 7%
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